Stpurp_XP_011679429.1 Krueppel-like_factor_5_[Strongylocentrotus_purpuratus]

Sakowa_NP_001161575.1_KLF2-like_transcription_factor_[Saccoglossus_kowalevskii]

|— Brbelc_XP_019645381.1_PREDICTED_Krueppel-like_factor_luna_isoform_X1_[Branchiostoma_belcheri]

1
I— Brlanc_KIf_BLAG13000172
0,94

Pemari_XP_032811524.1_Krueppel-like_factor_4_isoform_X1_[Petromyzon_marinus]

Ciinte_NP_001071866.1_zinc_finger_protein_[Ciona_intestinalis]
— 0,15 0,82
Phmamm.KIfl_2_4 MTP2014.5258.906245_Coulcher2020
0,95
Moocci.CG.ELvl_2.5175175.903394.02.p
0,97
Harore.CG.MTP2014.5417.g00202.01.p
Hosapi_NP_006554.1_Krueppel-like_factor_1_[Homo_sapiens]
0,95
0,9
Dareri_NP_571011.1_Kruppel-like_factor_1_[erythroid]_[Danio_rerio]
0,16
Xetrop_XP_031754022.1_Krueppel-like_factor_1_[Xenopus_tropicalis]
Sccani_XP_038640748.1_Krueppel-like_factor_1_[Scyliorhinus_canicula]
Sccani_XP_038650044.1_Krueppel-like_factor_17_[Scyliorhinus_canicula]
,67
0,98
Dareri_NP_571798.1_Kruppel-like_factor_17_[Danio_rerio]
0,8
0,91 Xetrop_NP_001039233.1_Krueppel-like_factor_17_[Xenopus_tropicalis]
Pemari_XP_032821992.1_Krueppel-like_factor_4_[Petromyzon_marinus]
0,89
076 Pemari_XP_032826662.1_transcriptional_regulator_ovo-like_isoform_X1_[Petromyzon_marinus]
— 0,04 Sccani_XP_038659960.1_Krueppel-like_factor_4 [Scyliorhinus_canicula]
0,99 Dareri_NP_001106955.1_Krueppel-like_factor_4_[Danio_rerio]
0,93
Hosapi_NP_001300981.1_Krueppel-like_factor_4_isoform_1_[Homo_sapiens]
0,93
0,98 ——— Xetrop_NP_001017280.1_Krueppel-like_factor_4_[Xenopus_tropicalis]
Sccani_XP_038633909.1_Krueppel-like_factor_2a_[Scyliorhinus_canicula]
— 0,6
Hosapi_NP_057354.1_Krueppel-like_factor_2_[Homo_sapiens]
! 0,93
Xetrop_NP_001016764.1_Krueppel-like_factor_2_[Xenopus_tropicalis]
— 0,16
Dareri_NP_571931.2_Krueppel-like_factor_2_[Danio_rerio]
0,94
Dareri_NP_571932.1_Kruppel-like_factor_2b_[Danio_rerio]

Hosapi_NP_775755.3_Krueppel-like_factor_17_[Homo_sapiens]

1.0



